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Abstract: Patterns of prevalence in chewing lice (Phthiraptera) on wild birds are poorly known, as
are the underlying factors that influence these patterns. Here, we analyze a data set consisting of
published prevalence data of lice on shorebirds, as well as new prevalence data from shorebirds
examined in Australia, Canada, China, Japan, and Sweden between 2007 and 2020. In total, prevalence
data from 10 genera of lice from over 110 host species were included, including all major families
of shorebirds. Using a generalized linear mixed model, we examine how the prevalence of lice
of different genera varies between different sets of birds, focusing on two factors associated with
migration (migration length and migration route). We found that host body size does not influence
prevalence of lice in the Charadriiformes for any of the four most common and widely distributed
louse genera (Actornithophilus, Austromenopon, Quadraceps, and Saemundssonia). Moreover, neither
of the two migration variables showed any statistically significant correlations with prevalence,
except for the genus Saemundssonia in which the prevalence of lice on short-distance migrants was
significantly higher than on intermediate- and long-distance migrants. We also present 15 new
records of chewing lice for China and 12 for Australia.

Keywords: Phthiraptera; Charadriiformes; prevalence; migration; new records; index of specificity

1. Introduction

Bird migration involves many of the longest [1,2] and highest [3] seasonal movements
of any animal. These movements may be very costly for birds [4], in extreme cases involving
the shrinkage of internal organs [5]. Molting behavior may be timed to the migration cycle
(e.g., [6–8]) and have in some cases changed due to changes in migration patterns [9].
Long-distance migration, in particular, has been shown to correlate with many different
aspects of bird morphology, such as wing aspect ratio, wing shape, development of the
distal wing [10], and even skull and bill shape [11].

Given the importance of migration to many groups of birds, an overabundance of
parasites, or an overly negative impact of parasites on their hosts, would likely affect
migratory birds more than non-migratory birds. Even usually benign parasites may have
an outsized negative impact on migrating birds, especially for birds that must traverse,
e.g., large bodies of water or deserts where refueling may be impossible. These effects of
parasitism could also include non-fatal effects, such as delayed arrival times to breeding
grounds for parasitized birds [12] or lower fat deposits and smaller body sizes of parasitized
birds (e.g., [13]) which may disadvantage birds during mating. Moreover, long-distance
migration may expose birds to novel parasites (e.g., [14,15]). Alternatively, migration may
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lower parasite prevalence by, e.g., killing off more heavily infested members of the host
population [16] or moving hosts into environments less suitable for parasite transmission
or survival [17]. However, Sychra et al. [18] suggested that if conditions are more favorable
for parasites at wintering grounds than on breeding grounds, migration may increase
populations of lice on migratory birds.

Studies on the impact of host migration on the prevalence, abundance, and species
richness of parasites have yielded contradictory results (e.g., [19,20]) and seem to differ
between major host groups. Most available data concern blood or internal parasites, and
data for arthropod ectoparasites on birds are limited. Figuerola [21] found no correlation
between the prevalence of feather mites and migratory behavior in songbirds in Europe,
and Chu et al. [22] found no significant differences in the prevalence of chewing lice
between resident and migratory birds in South China. However, Gustafsson et al. [23]
contrasted the results of Chu et al. [22] with data from songbirds from Yunnan, where the
overall prevalence of chewing lice was two orders of magnitude higher for resident birds
than for migratory birds.

Here, we test the impact of host migration on the prevalence of amblyceran and
ischnoceran lice on shorebirds (Charadriiformes). Lice of both orders are relatively common
on their hosts (Table S1), and most well-studied shorebirds are parasitized by three to five
species of lice (Table 1), typically one species from each of the genera: Actornithophilus Ferris,
1916 [24]; Austromenopon Bedford, 1939 [25]; Quadraceps Clay & Meinertzhagen, 1939 [26];
and Saemundssonia Timmermann, 1936 [27]. Each of these lice has a distinct ecology and
often co-occur on the same host individual. Lice in the genus Saemundssonia are typical
“head lice” [28] and are largely restricted to the head of the host, where they cannot easily be
preened away except by allopreening [29] and scratching [30]. Lice in the genus Quadraceps
are often considered “generalist” lice (e.g., [28]), but the group is likely paraphyletic and
contains both head lice and wing lice. Of the two amblyceran lice, Austromenopon is a
generalist, whereas some species of Actornithophilus are known to live inside feather quills
(e.g., [31]) and have been implicated in adventitious molt of feathers [32]. Consequently, it
may be expected that different groups of lice could be affected differently by host migration.
For instance, lice that have a more adverse impact on their host may be less likely to survive
on long-distance migrants, if presence of lice means that migration fails. Similarly, lice that
have a low tolerance for fluctuations in, e.g., ambient humidity, temperature or salinity
may be less able to adapt to changing circumstances during the migration period.

Specifically, we test whether migration distance has an impact on chewing louse
prevalence in shorebirds. If chewing lice have a detrimental effect on survival in migrating
shorebirds, this effect may increase with increasing migration distance. Moreover, as each
of the major flyways offer different opportunities for staging grounds and stop-over areas,
as well as for obstacles encountered (e.g., open oceans), we contrast data from different
flyways. Finally, we test whether host size influences louse prevalence in shorebirds, under
the assumption that larger birds may be more able to tolerate a small louse population
compared to smaller birds without being adversely affected during migration. Abundance
data is rarely published for shorebird lice, but in general, abundances of at least ischnoceran
lice of shorebirds is higher than that for Passeriformes, but lower than that of, e.g., waterfowl
(DRG, in prep.).



Diversity 2023, 15, 200 3 of 19

Table 1. Distribution of ischnoceran and amblyceran lice on charadriiform families. Host families
follow Clements et al. [33] and louse classification follows Price et al. [34], Gustafsson and Olsson [35],
and Eduardo [36]. Louse species considered stragglers in either of these publications are not included
in the summary below. For each of the four most widely distributed genera, an “X” signifies that at
least one host species in this family is known to be parasitized by lice in this genus, whereas dashes
(“–“) signify that no lice of this genus are known from any host in this family. Note that the genus
Quadraceps is morphologically variable and may consist of multiple genera with, e.g., Cummingsiella,
Lunaceps, and Saemundssonia nested within Quadraceps; a revision of this genus is sorely needed.

Host Family Actornithophilus Austromenopon Other
Amblycera Quadraceps Saemundssonia Other

Ischnocera

Alcidae – X – X X Craspedonirmus
Burhinidae X – – X – –

Charadriidae X X – X X –
Chionidae X – – X X –

Dromadidae X – – X – –
Glareolidae X X Rediella X – –

Haematopodidae X X – X X –
Ibidorhynchidae X – – X – –

Jacanidae – – Pseudomenopon – X Rallicola
Laridae X X – X X –

Pedionomidae – – – – – –
Pluvianellidae – – – – – –

Pluvianidae – – – X – –
Recurvirostridae X X – X X Cirrophthirius

Rostratulidae X – Pseudomenopon X X –

Scolopacidae X X – X X

Carduiceps,
Cummingsiella,

Lunaceps,
Rhynonirmus,
Rotundiceps

Stercorariidae – X – X X Haffneria
Thinocoridae – – – X – –

Turnicidae – – – – – Turnicola

2. Materials and Methods
2.1. Collection and Identification of Lice

Birds were caught during normal banding activities in several localities in Australia,
Canada, China, Japan, and Sweden between 2007 and 2020 (Table S1) and examined for lice,
following the methodology outlined by Gustafsson and Olsson [35]. In short, birds were
placed in fumigation chambers filled with ethyl acetate but allowed to have their heads
outside the chambers to avoid negatively affecting the birds. Glass jars were normally
used as fumigation chambers. In the case of some larger-bodied birds (e.g., gulls), plastic
zip-lock bags were used as fumigation chambers instead of glass jars [23]. Birds were kept
in the chambers for 10–20 min, depending on body size, whereupon the plumage was
ruffled gently over a sheet of white paper, and all lice found in the chamber or on other
paper were collected. The heads of birds were searched manually. Birds were released after
louse collection.

As far as possible, lice collected during this study were identified to species level
through published keys or descriptions. As a starting point, the following identification
sources were used (arranged by genus): Actornithophilus [Clay (1962) [37]]; Austromenopon
[Clay (1959) [38]]; Carduiceps [Timmermann (1954) [39]]; Lunaceps [Gustafsson & Olsson
(2012) [40]]; Quadraceps [Timmermann (1949, 1950, 1971) [41–43]; Hopkins & Timmermann
(1954) [44]] Saemundssonia [Clay (1949) [45]; Timmermann (1949b, 1950) [42,46]; Ward
(1955) [47]]. For other genera, and for many species that have not been adequately illus-
trated and described, comparisons with identified specimens (including type specimens)
deposited at the Natural History Museum (London, UK), the Price Institute for Parasite
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Research (Salt Lake City, UT, USA), the Naturhistoriska Museet (Gothenburg, Sweden), the
Museum für Naturkunde (Berlin, Germany), and the Naturhistoriska Riksmuseet (Stock-
holm, Sweden) were necessary. It should be noted that it is only with difficulty that some
species can be identified from published descriptions and illustrations, and that a general
revision of especially Quadraceps and Saemundssonia are sorely needed.

2.2. Literature Survey

In addition to specimens collected during this survey, we conducted a literature survey
of published reports of the prevalence of any species of louse from any species of shorebird
(as circumscribed by Clements et al. [33]). Searches were made during May–July 2022
in Google Scholar (scholar.google.com, accessed on 02 May 2022) and in the literature
database on phthiraptera.myspecies.info. Search terms included all genera of chewing
lice listed in Table 1, either in isolation or in combination with the terms: “prevalence,”
“occurrence”, “[new] records of”, “survey”, and “population”. In addition, all families of
shorebirds listed by Clements et al. [33] were also used as search terms in combination with
the terms: “parasites”, “lice”, “chewing lice”, “ectoparasites”, “Mallophaga”, “Ischnocera”,
“Amblycera” and “Phthiraptera”.

Prevalence data were extracted from these publications and combined with our own
data from birds we have examined (Table S1). Collection methods of published data vary,
but generally include either fumigation similar to that used by us or, in rare cases, the
examination of dead birds. Identification of hosts and lice in published records were
accepted as given, as specimen deposition data and resources used for identification of
hosts and lice are often not given.

2.3. Data Analysis

Prevalence data from published and unpublished sources were analyzed together.
To account for uncertainty in louse species identification, all analyses were made at the
louse genus level. Moreover, all data points for which the number of examined hosts
was <10 were excluded. Unfortunately, this means that ~55% of the data points collected
were not included in the analysis. The records from Calidris pusilla of Tavera et al. [48] are
excluded, as no exact number of examined species was given. Similarly, publications in
which prevalence data were not included, or could not be calculated based on given data,
were excluded. Moreover, the report by Literák [49] is listed in Table S1, but not included
in the analysis, as no data were given for how many hosts were examined, only the number
of hosts that were parasitized by lice.

We used the flyway (Americas, African-Eurasian, and East Asian-Australian) and mi-
gration length (short, intermediate, and long) as the main explanatory variables. Migration
lengths were primarily derived from Billerman et al. [50]. In cases where more than one
migration length was listed (e.g., “short to intermediate”), the longer distance was used;
“medium” and “intermediate” distances were counted as the same. Sedentary species
and altitudinal migrants were counted as short distance migrants. Species listed as only
“migratory” were categorized based on species with similar ranges and migration patterns.
However, movements across large bodies of water (e.g., Mediterranean Sea or Pacific
Ocean) or across the Equator were always counted as long-distance migrants. For species
in which migration patterns differ depending on population, categorization was based
on collection locality (e.g., all Chlidonias hybridus examined in Australia are long-distance
migrants). Short-distance migrants in our dataset comprise a mixture of sedentary species,
altitudinal migrants, and birds that move from breeding grounds to oceanic wintering
grounds in a longitudinal rather than latitudinal direction, or that move around regionally
but not across regions. These birds do not here count as following flyways, even if some
individual birds may migrate along flyways, and the same stop-over grounds may be
used by short-distance and long-distance migrants simultaneously. Unsurprisingly, the
birds that use flyways almost always have intermediate or long migration lengths. For this
reason, flyway and migration length were analyzed separately.
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We also considered median host length, which was log-transformed prior to anal-
ysis as an additional variable. Host length was used as a proxy for overall host size.
Length measurements of hosts were obtained from Hayman [51] and Message and Tay-
lor [52] for most waders; Madge and McGowan [53] for buttonquail; Olsen [54] for gulls;
Menkhorst et al. [55] for skuas; and Svensson et al. [56] and Billerman et al. [50] for terns,
auks, and other bird families. As a comparison, we also performed the same analyses using
host mass, derived from Billerman et al. [50], instead of host length. While host mass is
commonly used for analyses of louse abundance and prevalence [e.g., 22], migration may
significantly affect mass [5,6], which may make it a poor proxy for host size for migration
studies of this kind; by contrast, length is constant for a single host individual over the
migration period.

In our study, prevalence (the proportion of hosts infested) was calculated as # host
infested/# hosts examined. It ranged from 0% (none of the hosts examined is infested)
to 100% (all of the hosts are infested); this is treated as the range 0–1 in our analysis.
Our data set also includes many cases in which the same host species is infested with
multiple species of lice, showing nested data structure. We considered host species as a
random effect in the analysis and built generalized linear mixed models (GLMMs) with
beta distribution and logit-link function. However, beta distribution can only deal with
values greater than 0 and less than 1. We rescaled the proportion of hosts infested using
the transformation y′ =

[
y (N − 1) + 1

2

]
/N , where y is the proportion of infested hosts

and N is the number of hosts examined [57]. GLMMs were fitted using the “glmmTMB”
function in the glmmTMB package [58] implemented in RStudio v.2021.9.0.351, RStudio
Team, Boston, USA [59]. For the flyway, a GLMM was fitted for each of the three most
prevalent louse genera (Actornithophilus, Austromenopon, and Quadraceps) and for the most
abundant host family (Scolopacidae). For migration length, a GLMM was fitted for the
same groups as the flyway, with the addition of the louse genus Saemundssonia. Before the
final analysis, we included an interaction term between flyway and host length or migration
length and host length depending on the model. Interaction terms did not significantly
improve the model fit (tested with a likelihood ratio test) and thus were excluded from
the model. For each model, the statistical significance of the full model was determined
by comparing its fit with that of the null model (containing only the random effect, i.e., no
explanatory variables) and applying a likelihood ratio test using the “anova” function. Only
if there was a significant difference from the null model were the influence of individual
predictor variables investigated further. Overdispersion was checked for by using the
“simulateResiduals” function in the DHARMa package [60]. The predicted values and
standard errors were extracted using the “ggpredict” function in the ggeffects package [61]
and graphed using ggplot2 [62] in RStudio. Pairwise comparisons were made using the
emmeans package [63].

3. Results
3.1. Louse Identification

Several of the louse species collected during this survey constituted new records for
Sweden, which were previously reported by Gustafsson et al. [64]. In addition, 15 species
of lice collected in the Leizhou area constituted new records for China, which are listed
in Table 2. A complete list of lice on shorebirds recorded from China is given in Table 3.
Similarly, a list of new records for Australia is provided in Table 4, with previous records
listed by Timmermann [27,43], Murray et al. [65,66] and Gustafsson and Olsson [35]. No
complete updated checklists of chewing lice have been published for Canada or Japan, and
it is unknown whether any of the species collected in these countries during this survey
constitute new national records.
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Table 2. Lice collected from shorebirds (Charadriiformes) in the Leizhou area, Guangdong Province,
China, in 2020. Specimens marked with an asterisk (*) are presumed to be stragglers. All col-
lected species of chewing lice constitute new records for China. Abbreviations used: F = females;
ID = resources used for identification of lice; M = males; N = nymphs; NE = number of hosts exam-
ined; NI (P) = number of hosts infested (prevalence). No lice were obtained from Calidris temminckii
and Pluvialis squatarola, which we signify with dashes (“—“).

Host NE Louse NI (P) M F N ID

Calidris alpina 24 Austromenopon sp. 1 (4.1%) 0 0 2 Nymphs, unidentifiable
Carduiceps meinertzhageni 8 (33.3%) 11 11 4 Timmermann (1954) [39]

Lunaceps schismatus 18 (75.0%) 53 89 44 Gustafsson and Olsson
(2012) [40]

Calidris canutus 1 Actornithophilus canuti 1 (100%) 0 1 0 Price and Leibovitz
(1969) [31]

Lunaceps drosti 1 (100%) 0 2 0 Gustafsson and Olsson
(2012) [40]

Calidris pygmeus 2 Lunaceps falcinellus 2 (100%) 0 7 0 Gustafsson and Olsson
(2012) [40]

Calidris ruficollis 2 Lunaceps falcinellus 1 (50%) 0 1 0 Gustafsson and Olsson
(2012) [40]

Calidris temminckii 3 — 0 0 0 0

Charadrius alexandrinus 12 Lunaceps falcinellus * 2 (16.7%) 1 1 0 Gustafsson and Olsson
(2012) [40]

Quadraceps macrocephalus 9 (75%) 22 15 1 Specimen comparisons
Charadrius leschenaultii 2 Quadraceps ptyadis 1 (50%) 3 7 3 Specimen comparisons

Charadrius mongolus 3 Quadraceps ptyadis 3 (100%) 15 20 4 Specimen comparisons
Chlidonias hybrida 1 Quadraceps anagrapsus 1 (100%) 1 0 0 Specimen comparisons
Gallinago gallinago 13 Quadraceps obscurus * 1 (7.7%) 1 0 0 Specimen comparisons

Rhynonirmus scolopacis 1 (7.7%) 2 1 2 Specimen comparisons
Himantopus himantopus 1 Actornithophilus himantopi 1 (100%) 5 7 1 Clay (1962) [37]

Limosa lapponica 1 Lunaceps limosae 1 (100%) 2 5 0 Gustafsson and Olsson
(2012) [40]

Pluvialis squatarola 1 — 0 0 0 0
Saundersilarus saundersi 1 Saemundssonia lari 1 (100%) 1 1 0 Specimen comparisons

Tringa stagnatilis 10 Actornithophilus totani 5 (50%) 1 0 10 Clay (1962) [37]
Austromenopon sp. 1 (10%) 0 1 0 Clay (1959) [38]

Carduiceps meinertzhageni * 1 (10%) 0 1 0 Timmermann (1954) [39];
Specimen comparisons

Lunaceps sp. * 1 (10%) 0 1 0 Unidentifiable specimen

Quadraceps obscurus 9 (90%) 17 25 9
Hopkins and

Timmermann (1954) [44];
Specimen comparisons

Tringa totanus 5 Actornithophilus totani 1 (20%) 1 2 8 Clay (1962) [37]

Quadraceps obtusus 4 (80%) 3 7 0
Hopkins and

Timmermann (1954) [44];
Specimen comparisons

3.2. Literature Survey

In total, 51 publications were found that included prevalence data of at least one
species of shorebird (Table S1).

3.3. Host Migration and Prevalence of Lice

A total of 257 prevalence data points were obtained where the number of examined
hosts exceeded 10 birds. As shorebirds are often co-infested with more than one louse
species, this included many cases where data for more than one louse species from the
same host species could be included.
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Table 3. Checklist of known shorebird lice from China. Gustafsson and Olsson [40] reported Lunaceps
limosae Bechet, 1968 [67], from “[China?], Tonghoo”, but this locality is likely referring to Taungu,
which is in Myanmar. No further reports of L. limosae from China have been published, and the
species is not included here.

Louse Species Host Species in China Known Range in China Source

Amblycera
Actornithophilus canuti Price

& Leibovitz, 1969 [31] Calidris canutus Guangdong New record in this study

Actornithophilus himantopi
Blagoveshtchensky, 1951 [68] Himantopus himantopus Guangdong New record in this study

Actornithophilus hoplopteri
(Mjöberg, 1910) [69] Vanellus cinereus Yunnan Gustafsson et al. [23,70]

Actornithophilus totani
(Schrank, 1803) [71] Tringa totanus Guangdong New record in this study

Ischnocera
Carduiceps meinertzhageni
Timmermann, 1954 [39] Calidris alpina Guangdong New record in this study

Lunaceps drosti
Timmermann, 1954 [72] Calidris canutus Guangdong New record in this study

Lunaceps falcinellus
Timmermann, 1954 [72] Calidris pygmaea Guangdong New record in this study

Lunaceps numenii phaeopi
(Denny, 1842) [73] Ibidorhynchus struthersii 1 Tibet Gustafsson and Olsson [40]

Lunaceps schismatus
Gustafsson & Olsson, 2012 [40] Calidris alpina Guangdong New record in this study

Quadraceps altoasiaticus
Timmermann, 1954 [74] Ibidorhynchus struthersii Tibet Timmermann [74]

Quadraceps anagrapsus (Nitzsch [in
Giebel], 1866) [75] Chlidonias hybridus Guangdong New record in this study

Quadraceps macrocephalus
(Waterston, 1914) [76] Charadrius alexandrinus Guangdong New record in this study

Quadraceps obscurus
(Burmeister, 1838) [77] Tringa stagnatilis Guangdong New record in this study

Quadraceps obtusus (Kellogg &
Kuwana, 1902) [78] Tringa totanus Guangdong New record in this study

Quadraceps ptyadis (Séguy, 1949) [79] Charadrius leschenaltii,
Charadrius mongolus Guangdong New record in this study

Quadraceps sinensis
Timmermann, 1954 [80] Vanellus cinereus Yunnan Gustafsson et al. [23,39]

Rhynonirmus scolopacis
(Denny, 1842) [73] Gallinago gallinago Guangdong New record in this study

Saemundssonia tringae
(Fabricius, 1780) [81] Calidris pygmaea “China” Martens [82]

Saemundssonia weidneri
Martens, 1974 [82] Gallinago megala “Atchang, China” Martens [82]

Saemundssonia lari
(Fabricius, 1780) [81] Saundersilarus saundersi Guangdong New record in this study

1 The natural host of L. n. phaeopi is Numenius phaeopus ssp., and this record is most likely a straggler.

We compared the proportion of hosts infested and flyway use in three genera of lice
and one family of birds; none of the models tested was significantly different from the null
model (Tables 5 and 6 for host length, and Tables 7 and 8 for host weight). We also compared
the proportion of hosts infested and migration length in four genera of lice and one family
of birds, but only the model that contained lice in the genus Saemundssonia was significantly
different from the null model (χ2 = 13.334, df = 3, p-value = 0.004; Tables 9 and 10 for
host length, Tables 11 and 12 for host weight). For migration length, a post hoc Tukey test
(pairwise comparisons) illustrated that short migrants were infested with Saemundssonia
lice significantly more often than intermediate- (p-value = 0.04) or long- (p-value = 0.045)
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length migrants, and the prevalence of intermediate- and long-length migrants are not
significantly different (p-value = 0.503) (Figure 1).

Table 4. New records of chewing lice for Australia. As these specimens are not accessible to us during
the current period of restricted travel from China, only overall prevalence and the total number of
louse specimens collected from that host are given. Abbreviations used: ID = resources used for
identification of lice; NE = number of hosts examined; NI (P) = number of hosts infested (prevalence);
#SP = total number of specimens collected.

Host Species NE Louse Species NI #SP ID

Calidris alba 5 Lunaceps actophilus (Kellogg &
Chapman, 1899) [83] 4 (80%) 11 Gustafsson and

Olsson [40]

Charadrius leschenaultii 14 Quadraceps ptyadis
Séguy, 1949 [79] 11 (78.6%) 108 Séguy [79]

Charadrius veredus 8 Quadraceps assimilis
(Piaget, 1890) [84] 6 (75%) 24 Specimen comparisons

Gelochelidon nilotica 5 Quadraceps baliola
(Blagoveshtchensky, 1951) [68] 2 (40%) 3 Specimen comparisons

Saemundssonia gelochelidoni
Touleshkov, 1959 [85] 2 (40%) 8 Touleshkov [85] 1

Tringa brevipes 9
Actornithophilus kilauensis

(Kellogg & Chapman,
1902) [86]

5 (55.6%) 19 Clay [37]

Quadraceps impar Hopkins &
Timmermann, 1954 [44] 2 4 (44.4%) 382 Hopkins and

Timmermann [44]

Tringa nebularia 4 Actornithophilus paludosus
Clay, 1962 [37] 2 (50%) 2 Clay [37]

Quadraceps similis
(Giebel, 1866) [75] 3 (75%) 9 Hopkins and

Timmermann [44]

Tringa stagnatilis 7 Actornithophilus totani
(Schrank, 1803) [71] 2 (28.6%) 3 Clay [37]

Quadraceps obscurus
(Burmeister, 1838) [77] 6 (85.7%) 50 Hopkins and

Timmermann [44]

Xenus cinereus 12 Carduiceps fulvofasciatus
(Grube, 1851) [87] 4 (33.3%) 9 Specimen comparisons

1 The original description of S. gelochelidoni is poor, but specimens correspond to what can be seen in Touleshkov’s
illustrations. A redescription of this species is needed. 2 This species was also recorded as stragglers on Calidris
acuminata, Calidris canutus, Calidris tenuirostris, and Xenus cinereus, all of which occurred in mixed-species flocks
during collection.

Table 5. Likelihood ratio test results for fitted model with flyway and host length compared to null
model (containing only the random effect).

Response χ2 df p-Value

Actornithophilus 3.253 3 0.354
Austromenopon 1.769 3 0.622

Quadraceps 1.196 3 0.754
Scolopacidae 2.875 3 0.411
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Table 6. Summary of GLMM (beta distribution and logit-link function) of the effects of flyway and
host length on the prevalence of lice. An asterisk (*) designates the only statistically significant value.

Response n Predictor Coefficient Standard Error z-Value p-Value

Actornithophilus 35 Intercept [Flyway (African-Eurasian)] −4.416 2.331 −1.894 0.058 *
Flyway (Americas) 0.291 0.304 0.960 0.337

Flyway (East Asian-Australian) 0.485 0.410 1.183 0.237
Median Host Length 0.604 0.425 1.419 0.156

Austromenopon 25 Intercept [Flyway (African-Eurasian)] −4.361 3.957 −1.102 0.270
Flyway (Americas) −0.231 0.501 −0.460 0.645

Flyway (East Asian-Australian) −0.552 0.634 −0.870 0.384
Median Host Length 0.582 0.721 0.807 0.419

Quadraceps 29 Intercept [Flyway (African-Eurasian)] −3.174 5.758 −0.551 0.581
Flyway (Americas) −0.700 0.713 −0.982 0.326

Flyway (East Asian-Australian) 0.282 0.657 0.429 0.668
Median Host Length 0.630 1.046 0.602 0.547

Scolopacidae 125 Intercept [Flyway (African-Eurasian)] −3.385 2.135 −1.585 0.113
Flyway (Americas) 0.057 0.233 0.246 0.805

Flyway (East Asian-Australian) 0.276 0.253 1.088 0.276
Median Host Length 0.509 0.394 1.292 0.196

Table 7. Likelihood ratio test results for fitted model with flyway and host weight compared to null
model (containing only the random effect).

Response χ2 df p-Value

Actornithophilus 3.317 3 0.345
Austromenopon 1.525 3 0.677

Quadraceps 0.884 3 0.829
Scolopacidae 2.878 3 0.411

Table 8. Summary of GLMM (beta distribution and logit-link function) of the effects of flyway and
host weight on the prevalence of lice. An asterisk (*) designates the only statistically significant value.

Response n Predictor Coefficient Standard Error z-Value p-Value

Actornithophilus 35 Intercept [Flyway (African-Eurasian)] −2.463 0.955 −2.580 0.009 *
Flyway (Americas) 0.344 0.308 1.116 0.264

Flyway (East Asian-Australian) 0.478 0.410 10167 0.243
Median Host Weight 0.294 0.204 1.441 0.150

Austromenopon 25 Intercept [Flyway (African-Eurasian)] −2.109 1.512 −1.395 0.163
Flyway (Americas) −0.124 0.457 −0.270 0.787

Flyway (East Asian-Australian) −0.542 0.644 −0.842 0.400
Median Host Weight 0.203 0.325 0.625 0.532

Quadraceps 29 Intercept [Flyway (African-Eurasian)] 0.760 20237 0.340 0.734
Flyway (Americas) −0.448 0.671 −0.668 0.504

Flyway (East Asian-Australian) 0.183 0.669 0.274 0.784
Median Host Weight −0.101 0.475 −0.213 0.831

Scolopacidae 125 Intercept [Flyway (African-Eurasian)] −1.597 0.755 −2.115 0.034 *
Flyway (Americas) 0.077 0.239 0.324 0.746

Flyway (East Asian-Australian) 0.280 0.253 1.105 0.269
Median Host Weight 0.215 0.166 1.296 0.195



Diversity 2023, 15, 200 10 of 19

Table 9. Likelihood ratio test results for fitted model with migration length and host length compared
to null model (containing only the random effect). An asterisk (*) designates the only statistically
significant value.

Response χ2 df p-Value

Actornithophilus 4.136 3 0.182
Austromenopon 3.932 3 0.269
Saemundssonia 13.334 3 0.004 *

Quadraceps 1.842 3 0.606
Scolopacidae 4.221 3 0.239

Table 10. Summary of GLMM of the effects migration length and host length on the prevalence of
lice. An asterisk (*) designates the only statistically significant value.

Response n Predictor Coefficient Standard Error z-Value p-Value

Actornithophilus 46 Intercept [Migration
Length (Intermediate)] −6.228 3.534 −1.762 0.078

Migration Length (Long) 0.509 0.595 0.856 0.392
Migration Length (Short) 0.899 0.675 1.287 0.198

Median Host Length 0.858 0.603 1.421 0.155

Austromenopon 49 Intercept [Migration
Length (Intermediate)] −0.424 2.782 −0.152 0.879

Migration Length (Long) 0.381 0.398 0.956 0.339
Migration Length (Short) 0.815 0.464 1.757 0.079

Median Host Length −0.178 0.508 −0.350 0.726

Saemundssonia 52 Intercept [Migration
Length (Intermediate)] −2.594 2.257 −1.149 0.251

Migration Length (Long) 0.618 0.548 1.127 0.260
Migration Length (Short) 1.450 0.578 2.510 0.012 *

Median Host Length 0.162 0.394 0.411 0.681

Quadraceps 55 Intercept [Migration
Length (Intermediate)] −1.968 3.293 −0.598 0.550

Migration Length (Long) 0.345 0.565 0.610 0.542
Migration Length (Short) 0.567 0.569 0.997 0.319

Median Host Length 0.311 0.555 0.559 0.576

Scolopacidae 133 Intercept [Migration
Length (Intermediate)] −2.810 1.828 −1.537 0.124

Migration Length (Long) 0.291 0.226 1.289 0.197
Migration Length (Short) −0.212 0.422 −0.502 0.615

Median Host Length 0.366 0.344 1.064 0.287

Table 11. Likelihood ratio test results for fitted model with migration length and host weight
compared to null model (containing only the random effect). An asterisk (*) designates the only
statistically significant value.

Response χ2 df p-Value

Actornithophilus 2.865 3 0.413
Austromenopon 5.065 3 0.167
Saemundssonia 15.032 3 0.002 *

Quadraceps 2.442 3 0.486
Scolopacidae 4.085 3 0.252
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Table 12. Summary of GLMM (beta distribution and logit-link function) of the effects migration
length and host weight on the prevalence of lice. An asterisk (*) designates the only statistically
significant value.

Response n Predictor Coefficient Standard Error z Value p-Value

Actornithophilus 46 Intercept [Migration
Length (Intermediate)] −1.789 1.491 −1.99 0.230

Migration Length (Long) 0.317 0.591 0.536 0.592
Migration Length (Short) 0.985 0.678 1.453 0.146

Median Host Weight 0.092 0.245 0.348 0.728

Austromenopon 49 Intercept [Migration
Length (Intermediate)] −2.471 1.020 −2.423 0.015 *

Migration Length (Long) 0.243 0.393 0.617 0.537
Migration Length (Short) 0.388 0.500 0.776 0.438

Median Host Weight 0.241 0.214 1.128 0.260

Saemundssonia 52 Intercept [Migration
Length (Intermediate)] −2.655 0.875 −3.036 0.002 *

Migration Length (Long) 0.651 0.549 1.166 0.244
Migration Length (Short) 1.304 0.571 2.286 0.022 *

Median Host Weight 0.193 0.139 1.391 0.164

Quadraceps 55 Intercept [Migration
Length (Intermediate)] −1.330 1.327 −1.002 0.316

Migration Length (Long) 0.364 0.552 0.659 0.510
Migration Length (Short) 0.409 0.594 0.688 0.510

Median Host Weight 0.228 0.236 0.964 0.335

Scolopacidae 133 Intercept [Migration
Length (Intermediate)] −1.464 0.623 −2.352 0.019 *

Migration Length (Long) 0.282 0.228 10239 0.215
Migration Length (Short) −0.241 0.433 −0.556 0.578

Median Host Weight 0.144 0.144 0.999 0.318
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4. Discussion

Migration length and flyway do not seem to affect the prevalence of shorebird lice of
any genus in our analyses, with the exception of the head louse genus Saemundssonia, which
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is more prevalent on short-distance migrants than on intermediate- and long-distance
migrants. Host body size also did not influence louse prevalence in our data.

4.1. Flyways

Limited data are available of the effect of flyway differences in louse community
composition. Gustafsson and Olsson [35] showed that flyways did not affect host-louse
associations in several species of Lunaceps sampled on different flyways. However, whereas
lice on conspecific hosts in that study were genetically similar along two Eurasian flyways,
lice from North America represented a different species. In contrast, lice in the genus
Carduiceps showed no significant division between New and Old World hosts [88]. Notably,
most of the Lunaceps and Carduiceps samples in these studies were derived from the same
host species, indicating that the evolutionary history of different louse genera on the same
host may be very different (e.g., [89,90]).

Nevertheless, whether the same host species is parasitized by the same or different
species of lice along different flyways, environmental conditions may affect the prevalence
of these lice. Conceivably, chewing louse community composition may differ between two
conspecific host populations that migrate along different flyways. For instance, lice that are
negatively affected by low ambient humidity (e.g., [91]) may be unequally distributed across
the host’s range if some migration paths include significant stop-over time in low-humidity
regions. Meinertzhagen [92] suggested that availability of alkaline lakes in wintering
grounds may adversely affect louse prevalence, as all shorebirds examined at the highly
alkaline Lake Magadi in Kenya were louse free. Notably, habitat choice during wintering
has been shown to be important for the prevalence and species richness of parasitic mites
and helminths [93,94].

Our analysis suggests that louse prevalence does not differ significantly for shorebirds
migrating along different flyways (Table 6). This may indicate that environmental condi-
tions are either not so significantly different between different flyways as to affect the louse
communities on these hosts, or that shorebird lice are less affected by differences in envi-
ronmental conditions compared to lice on other hosts. The majority of the hosts for which
data are available are primarily coastal migrants, suggesting that environmental conditions
may be similar along different flyways. More data are needed, specifically from birds that
preferentially or exclusively stop over and winter in freshwater habitats, to examine this
question further. Notably, primarily freshwater and primarily saltwater wintering birds
along the East Asian–Australasian flyway are parasitized by different generalist species of
Lunaceps [35].

4.2. Host Body Size

Both louse prevalence [22] and louse abundance (e.g., [95–97]) have been shown to
correlate with host body size in terrestrial birds. In at least some cases, this is true even for
within-host species varying in body size [98]. However, this correlation does not always
hold [99]. Rózsa [95] suggested three explanations for this correlation: increasing available
resources on larger hosts, more refugia during preening on larger hosts, and larger hosts
having longer lifespans. In contrast, our analysis of lice on shorebirds did not show any
significant influence of host body size on the prevalence of lice (Tables 5–12), regardless of
whether host weight or host length was used as a proxy for host size. Notably, our dataset
included both some of the smallest shorebirds (e.g., Calidris minuta; 120–140 mm) and some
of the largest (e.g., Larus argentatus; 610–780 mm).

Likely, a large part of the explanation for the discrepancy between expected lower
prevalence and observed higher prevalence in smaller shorebirds is the propensity for these
birds to form large, dense flock at stop-over and wintering grounds (e.g., [100]). For lice
that rely on direct contact between hosts for transmission between hosts, any increase in
the opportunities of transmission may increase the prevalence of that louse. However,
transmission as such is not enough; lice would also need to successfully establish on new
hosts without being removed by, e.g., preening.
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Possibly, prevalence may be more closely related to host preening capabilities than to
host size in shorebirds. For instance, shorebirds as a group show great variability in bill
length, which is known to correlate with the proportion of grooming time that is spent
scratching with the feet rather than preening with the bill [101]. In pigeons, foot scratching
seems to mainly be used to flush lice from the head to the body, where they can be preened
off [30]. However, all experimental data refer to lice of the “wing louse” ecomorph that only
partially live on the host’s head. It is unclear whether scratching works the same for typical
head lice such as Saemundssonia that are virtually never found outside the host’s head and
that are poorly suited morphologically to survive under intense preening. The often large
heads and mandibles of head lice may provide better attachment during scratching than is
the case for lice of other ecomorphs, and scratching may have no flushing effect on head
lice. More research on a wider variety of louse groups is needed to test this.

Moreover, many shorebirds, including most small-bodied species such as sandpipers
and plovers, have soft-tipped bills, which may be less well suited for preening. This is also
suggested by the relatively high prevalence of lice in most shorebirds (Table S1), compared
to in more hard-billed, e.g., passeriforms that usually have much lower louse prevalence
rates (e.g., [18,23,102,103]). Bill morphology in pigeons has been suggested to be strongly
influenced by the need for efficient preening, as experimental trimming on the bill overhang
had no effect on feeding, but a large effect on louse abundance [104]. This may not be the
case in smaller shorebirds, where mechanoreceptors located in sensory pits near the tip
of the bill are vital for feeding (e.g., [105–107]). Variation in bill morphology on several
scales is more tightly correlated to feeding mode in sandpipers than in pigeons [108], and
conclusions drawn based on data from lice on one host group may not translate to other
host groups. Larger, hard-billed shorebirds such as gulls and auks may be better analogues
of the data from pigeons.

Data on the percentage of time spent on maintenance behavior (including preening)
in shorebirds are scarce, but do not seem to differ much from corresponding times in other
bird groups, and show great variation among shorebird species (e.g., [109–111]). Moreover,
at least some soft-billed shorebirds spend more time in maintenance behavior than hard-
billed passeriforms [110]. Maintenance behavior covers more activities than preening, but
overall, it seems that an increase in maintenance behavior does not correspond to an overall
reduction in louse prevalence. Notably, some of the birds with the highest maintenance
times listed by Cotgreave and Clayton [110] are soft-billed shorebirds.

If shorebirds have high louse prevalence rates, it is not for lack of trying to remove
them. It seems likely that the limitations on bill morphology forced by feeding methods are
interfering with preening success in many shorebirds. In general, it is thus possible that two
contrasting mechanisms influence the prevalence of lice on shorebirds. In larger-bodied
hosts, prevalence is high for the reasons outlined by Rózsa [95], whereas in small-bodied
hosts prevalence is high because of deficiencies in preening capabilities.

4.3. Migration Length

Due to the high energy cost of migration, any negative effects of chewing lice on,
e.g., host metabolic rate or plumage condition may have an increasingly adverse effect as
migration length and time increase. Long-distance migrants would therefore be expected
to have lower louse prevalence, as birds without lice would spend less energy on migration
than birds with lice. Resident or short-distance birds would be less influenced by the
presence of lice and would therefore be able to support a larger overall metapopulation
of lice.

Similarly, the process of long-distance migration may have an adverse impact on lice
even if increased energy costs were not a problem for the hosts. Gustafsson et al. [23]
speculated that lice infesting hosts that migrate to areas that are climatically similar to
their breeding grounds (e.g., intra-tropical migrants) may not experience any significant
differences in any relevant environmental variables across their lifetime. In contrast, lice on
hosts that migrate between, e.g., boreal and tropical regions and stay in each for extended
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periods of time may experience significant environmental differences at different parts of
the year. As louse generations are typically on the scale of ~30–35 days (e.g., [112–114]),
this indicates that successive generations of lice on long-distance migrants may experience
dramatically different ambient temperatures, humidity levels, and other environmental
conditions. If lice are not biologically flexible enough to adapt to both boreal and tropical
conditions, long-distance migration may limit the prevalence and abundance of lice.

Published data supporting this are sparse. However, both Ash [102] and Sychra et al. [18]
found significantly lower prevalence of lice on migratory birds than on resident birds in
Europe. Gustafsson et al. [23] reported prevalence rates an order of magnitude higher on
non-migratory tropical birds than on migratory boreal birds caught in South China. Little
is known about the prevalence of lice on intra-tropical migrants, and almost all migratory
birds included in the present study migrate between boreal and tropical habitats.

However, for shorebirds as a whole, there are no significant differences in prevalence
between lice on short-, intermediate-, and long-distance migrants (Tables 9 and 10). The sole
exception to this pattern is the head louse genus Saemundssonia, which is more prevalent
on short-distance migrants than on other hosts (Table 10; Figure 1).

It is unclear why head lice would be the exception to this pattern. For instance, species
of Actornithophilus live on or in the wing feathers, and deterioration of wing feather quality
may be expected to have an adverse impact on birds that fly long distances, especially those
that cross oceans. Similarly, lice that drink blood or eat body feathers may be expected
to influence the general condition of the birds by, e.g., lowering the thermoinsulation or
water resistance of the plumage. In contrast, lice that exclusively eat head feathers may be
expected to have a less significant impact on the overall condition of the host.

Possibly, the higher prevalence of Saemundssonia on short-distance migrants may be
unrelated to migration patterns and be caused by other aspects of host biology. For instance,
many birds counted as short-distance migrants here are auks and gulls, which nest in dense
colonies and may even nest underground. Perhaps significantly for the prevalence of
Saemundssonia on some short-distance migrant hosts, non-breeding adults may congregate
below or at breeding ledges before the breeding period [115,116], and even breeding adults
may arrive and stay at breeding sites months before egg-laying (e.g., [117–119]). In contrast,
most of the long-distance migrants included here make open nests (or no nests) at low
densities. Moreover, many long-distance migrants included here spend very short periods
at the breeding grounds, with females often leaving shortly after egg-laying and letting the
male raise the chicks [120]. The differences in southwards migration dates may be several
weeks in some species [121].

If head lice are less capable than other lice of spreading between hosts other than
during mating and nesting, differences in host colony density and time spent at breeding
grounds may affect the prevalence of head lice differently from that of other lice. Potentially,
the often dense feeding flocks and roosts of long-distance migrants at wintering grounds
may offer many opportunities for between-host transfer of, e.g., Quadraceps or Austromeno-
pon, which live on the host’s body, without offering the same increased opportunities for
lice that live on the head. Notably, Rózsa et al. [122] found prevalence of head lice to be
higher on colonial rooks (59%; Corvus frugilegus) than on non-colonial hooded crows (38%;
Corvus cornix). There appear to be no consistent differences in percentage of time spent on
maintenance behavior in shorebirds between colonial and non-colonial hosts [110].

5. Conclusions

With the exception of head lice on short-distance migrants, the prevalence of lice on
shorebirds appears to be unaffected by migration patterns and host body size. However,
more data are needed, especially from inter-tropical migrants or tropical non-migrants
(e.g., lapwings, plovers, jacanas, pratincoles), as well as from boreal birds with complicated
dispersal and migration patterns that do not follow the North-South axis most common in
birds (e.g., [123]). Moreover, the influence of breeding coloniality on louse prevalence in
shorebirds could not be adequately evaluated here, as most of the available data concerns
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hard-billed birds (gulls, auks), and the data from soft-billed colonial birds are limited
(e.g., [124,125]).

Nevertheless, the lack of clear impact by flyways and migration length on the preva-
lence of shorebird lice strengthens the results of Chu et al. [22], who found the same results
in an analysis of mainly terrestrial birds in South China. However, the contrasting results
of Ash [102], Sychra et al. [18], and Gustafsson et al. [23] indicate that migration may have
different impacts in different louse-host systems. A similar analysis on, e.g., migratory and
non-migratory passerines or ducks would be enlightening.
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125–129.

68. Blagoveshtchensky, D.I. Mallophaga of Tadzhikistan. Mag. Parasitol. L’institut Zool. L’academie Sci. L’ussr 1951, 13, 272–327.
(In Russian)

69. Mjöberg, E. Studien über Mallophagen und Anopluren. Ark. Zool. 1910, 6, 1–296. [CrossRef]
70. Gustafsson, D.R.; Lei, L.; Chu, X.; Zhao, X.; Zou, F. Chewing lice (Phthiraptera) of the grey-headed lapwing Vanellus cinereus in

China. Wader Study 2019, 126, 217–227.
71. Schrank, F.d.P. Fauna Boica: Durchgedachte Geschichte der in Baiern Einheimischen und Zahmen Thiere. Part 1; Philipp Krüll: Landshut,

Germany, 1803; Volume 3, pp. viii + 272.
72. Timmermann, G. Studies on the Mallophaga from the collections of the British Museum (Nat. Hist.) London. I. A preliminary

survey of the genus Lunaceps (Clay & Meinertzhagen), 1939. Ann. Mag. Nat. Hist. 1954, 7, 623–637.
73. Denny, H. Monographia Anoplurorum Britanniae; Henry, G., Ed.; Bohn: London, UK, 1842; Volume 842, pp. xxvi + 262.
74. Timmermann, G. Neue und wenig bekannte Kletterfederlinge von charadriiformes Wirten. Zool. Anz. 1954, 152, 163–177.
75. Giebel, C.G. Die im zoologischen Museum der Universität Halle aufgestellten Epizoen nebst Beobachtungen über dieselben. Z.

Die Gesammten Nat. Halle 1866, 28, 353–397.
76. Waterston, J. On some ectoparasites in the South African Museum, Cape Town. Ann. S. Afr. Mus. 1914, 10, 271–324. [CrossRef]
77. Burmeister, K.H.K. Mallophaga Nitzsch. In Handbuch der Entomologie. Zweiter Band. Besondere Entomologie. Zweite Abteilung.

Lauskerfe. Gymnognatha. (Zweiter Ha¨lfte; vulgo Neuroptera); Theodor Christian Friedrich Enslin: Berlin, Germany, 1838; Volume 2,
p. 293.

78. Kellogg, V.L.; Kuwana, S.I. Papers from the Hopkins Stanford Galapagos Expedition, 1898–1899. X. Entomological results (8).
Mallophaga from birds. J. Wash. Acad. Sci. 1902, 4, 457–499.

79. Séguy, E. Pédiculines nouvelles de Madagascar. Mém. Inst. Sci. Madag. Ser. A 1949, 3, 165–170.
80. Timmermann, G. Die Quadraceps-Arten (Mallophaga) der Kiebitze. Z. Parasitenkd. 1954, 16, 195–208. [CrossRef]
81. Fabricius, O. Fauna Groenlandica: Systematice Sistens Animalia Groenlandiae Occidentalis Hactenus Indagata, Quoad Nomen Specificum,

Triuiale, Vernaculumque: Synonyma Auctorum Plurium, Descriptionem, Locum, Victum, Generationem, Mores, Vsum, Capturamque
Singuli, Prout Detegendi Occasio Fuit; Impensis Ioannis Gottlob Rothe: Copenhagen, Denmark, 1780; pp. xvi + 452.

82. Martens, J.M. Zur Taxonomie der Gattung Saemundssonia Timmermann (Mallophaga: Ischnocera) auf Schnepfen (Scolopacinae)
und Strandläufern (Eroliinae). Mitt. Hamb. Zool. Mus. Inst. 1974, 70, 119–163.

83. Kellogg, V.L.; Chapman, B.L. Mallophaga from Birds of California. Occas. Pap. Calif. Acad. Sci. 1899, 6, 53–143.
84. Piaget, E. Quelques pediculines Nouvelles. Tijdschr. Entomol. 1890, 33, 223–259.
85. Touleshkov, K. Two new mallophag (sic) species on the species of the Larinae family. Izv. Zool. Inst. Comptes Rendus L’academe

Bulg. Sci. 1959, 12, 557–559.
86. Kellogg, V.L.; Chapman, B.L. Mallophaga from birds of the Hawaiian Islands. J. N. Y. Entomol. Soc. 1902, 10, 155–169.
87. Grube, E. Beschreibung der auf A. Th. v. Middeondorff’s Sibirischer Reise gesammelten Parasiten. In Reise in den Aussersten

Norden und Osten Sibiriens Während der Jahre 1843–1844: Zoologie, Band II, Theil 1; von Middendorff, T.A., Ed.; Buchdrückerei der
Kaiserlischen Akademie der Wissenschaften: St. Petersburg, Russia, 1851; pp. 39 + 2 plates.

88. Gustafsson, D.R.; Olsson, U. Unexpected distribution patterns of Carduiceps feather lice (Phthiraptera: Ischnocera: Philopteridae)
on sandpipers (Aves: Charadriiformes: Scolopacidae). Syst. Entomol. 2017, 42, 509–522. [CrossRef]

89. Bueter, C.; Weckstein, J.; Johnson, K.P.; Bates, J.M.; Gordon, C.E. Comparative phylogenetic histories of two louse genera found
on Catharus thrushes and other birds. J. Parasitol. 2009, 95, 295–307. [CrossRef]

90. Sweet, A.D.; Boyd, B.M.; Johnson, K.P. Cophylogenetic patterns and uncorrelated between two lineages of parasites on the same
hosts. Biol. J. Linn. Soc. 2006, 118, 813–828. [CrossRef]

91. Bush, S.E.; Harbison, C.W.; Slager, D.L.; Peterson, A.T.; Price, R.D.; Clayton, D.H. Geographic variation in the community
structure of lice on western scrub-jays. J. Parasitol. 2009, 95, 10–13. [CrossRef] [PubMed]

92. Meinertzhagen, R. A visit to Magadi, in Kenya, in March 1949. Ibis 1950, 92, 148–149.
93. Campos, A.R.; Catry, P.; de Rojas, M.; Bearhop, S.; Ramos, J.; Newton, J. Winter habitat influences the number of feather mites of

two species living on European robins Erithacus Rubecula. Ardeola 2011, 58, 103–111. [CrossRef]
94. Gutiérrez, J.S.; Rakhimberdiev, E.; Persma, T.; Thieltges, D.W. Migration and parasitism: Habitat use, not migration distance,

influences helminth species richness in charadriiform birds. J. Biogeogr. 2017, 44, 1137–1147. [CrossRef]
95. Rózsa, L. Patterns in the abundance of avian lice (Phthiraptera: Amblycera, Ischnocera). J. Avian Biol. 1997, 28, 249–254. [CrossRef]
96. Clayton, D.H.; Walther, B.A. Influence of host ecology and morphology on the diversity of Neotropical bird lice. Oikos 2001, 94,

455–467. [CrossRef]

http://doi.org/10.5962/bhl.part.26907
http://doi.org/10.5962/bhl.part.9318
http://doi.org/10.1007/BF00260471
http://doi.org/10.1111/syen.12227
http://doi.org/10.1645/GE-1642.1
http://doi.org/10.1111/bij.12771
http://doi.org/10.1645/GE-1591.1
http://www.ncbi.nlm.nih.gov/pubmed/18576864
http://doi.org/10.13157/arla.58.1.2011.103
http://doi.org/10.1111/jbi.12956
http://doi.org/10.2307/3676976
http://doi.org/10.1034/j.1600-0706.2001.940308.x


Diversity 2023, 15, 200 19 of 19

97. Galloway, T.D.; Lamb, R.J. Abundance of chewing lice (Phthiraptera: Amblycera and Ischnocera) increases with the body size of
their host woodpeckers and sapsuckers (Aves: Piciformes: Picidae). Can. Entomol. 2017, 149, 473–481. [CrossRef]

98. Durkin, E.S.; Luong, L.T.; Bird, J. Mechanisms underlying parasite infection: Influence of host body mass and age on chewing
louse distribution among brown-headed cowbirds. Parasitol. Res. 2015, 114, 4169–4174. [CrossRef]

99. Galloway, T.D.; Lamb, R.J.; Rempel, Z.D.L. Infestation parameters for chewing lice (Phthiraptera: Amblycera, Ischnocera)
parasitising true thrushes (Aves: Passeriformes: Turdidae) in Manitoba, Canada. Can. Entomol. 2021, 151, 608–620. [CrossRef]

100. Folmer, E.O.; Olff, H.; Piersma, T. How well do food distributions predict spatial distributions of shorebirds with different degrees
of self-organization? J. Anim. Ecol. 2010, 79, 747–756. [CrossRef]

101. Clayton, D.H.; Cotgreave, P. Relationship of bill morphology to grooming behavior in birds. Anim. Behav. 1994, 47, 195–201.
[CrossRef]

102. Ash, J.S. A study of the Mallophaga of birds with particular reference to their ecology. Ibis 1960, 102, 93–110. [CrossRef]
103. Sychra, O.; Literák, I.; Podzemny, P.; Benedikt, V. Insect ectoparasites from wild passerine birds in the Czech Republic. Parasite

2008, 15, 599–604. [CrossRef]
104. Clayton, D.H.; Moyer, B.R.; Bush, S.E.; Jones, T.G.; Gardiner, D.W.; Rhodes, B.B.; Goller, F. Adaptive significance of avian beak

morphology for ectoparasite control. Proc. R. Soc. B 2005, 272, 811–817. [CrossRef]
105. Gerritsen, A.F.C.; Meiboom, A. The role of touch in prey density estimation by Calidris alba. Neth. J. Zool. 1986, 36, 530–562.

[CrossRef]
106. Piersma, T.; van Aelst, R.; Kurk, K.; Berkhoudt, H.; Maas, L.R.M. A new pressure sensory mechanism for prey detection in birds:

The use of principles of seabed dynamics? Proc. R. Soc. B 1998, 265, 1377–1383. [CrossRef]
107. Nebel, S.; Jackson, D.L.; Elner, R.W. Functional association of bill morphology and foraging behavior in calidrid sandpipers.

Anim. Biol. 2005, 55, 235–243. [CrossRef]
108. Elner, R.W.; Beninger, P.G.; Jackson, D.L.; Potter, T.M. Evidence of a new feeding mode in western sandpiper (Calidris mauri) and

dunlin (Calidris alpina) based on bill and tongue morphology and ultrastructure. Mar. Biol. 2005, 146, 1223–1234. [CrossRef]
109. Delius, J.D. Preening and associated comfort behavior in birds. Ann. N. Y. Acad. Sci. 1988, 525, 40–55. [CrossRef]
110. Cotgreave, P.; Clayton, D.H. Comparative analysis of time spent grooming by birds in relation to parasite load. Behaviour 1994,

131, 171–187.
111. Burger, J.; Niles, L.; Clark, K.E. Importance of beach, mudflat and marsh habitats to migrant shorebirds on Delaware Bay. Biol.

Conserv. 1997, 79, 283–292. [CrossRef]
112. Beg, S.; Kumar, S.; Gupta, N.; Khan, V.; Saxena, A.K. Life table of Philopterus lahorensis (Phthiraptera: Mallophaga) infesting crows.

Rev. Iber. Parasitol. 2005, 65, 63–66.
113. Arya, G.; Ahman, A.; Bansal, N.; Rashmi, A.; Saxena, A.K. Population expansion of the common baya louse, Brueelia plocea

(Lakshminarayana, 1968 (Phthiraptera: Ischnocera). Rev. Iero-Lat. Parasitol. 2009, 68, 192–195.
114. Ahmad, A. Intrinsic rate of natural increase of an ischnoceran louse, Goniocotes jifrufti (Ansari, 1947) (Phthiraptera: Insecta). Am. J.

Sci. 2020, 16, 63–67.
115. Birkhead, T.R.; Hudson, P.J. Population parameters for the common guillemot Uria aalge. Ornis Scand. 1977, 8, 145–154. [CrossRef]
116. Piatt, J.F.; McLagan, R.L. Common murre (Uria aalge) attendance patterns at Cape St. Mary’s, Newfoundland. Can. J. Zool. 1987,

65, 1530–1534. [CrossRef]
117. Morris, R.D.; Chardine, J.W. The effects of ice cover over the colony site on reproductive activities of herring gulls. Can. J. Zool.

1985, 63, 607–611. [CrossRef]
118. Hatch, S.A.; Hatch, M.A. Breeding seasons of oceanic birds in a subarctic colony. Can. J. Zool. 1990, 68, 1664–1679. [CrossRef]
119. Merkel, B.; Descamps, S.; Yoccoz, N.G.; Danielsen, J.; Daunt, F.; Erikstad, K.E.; Ezhov, A.V.; Grémillet, D.; Gavrilo, M.; Lorentsen,

S.-H.; et al. Earlier colony arrival but no trend in hatching timing in two congeneric seabirds (Uria spp.) across the North Atlantic.
Biol. Lett. 2019, 15, 20190634. [CrossRef] [PubMed]

120. Székely, T.; Reynolds, J.D. Evolutionary transitions in parental care in shorebirds. Proc. R. Soc. B 1995, 262, 57–64.
121. McKinnon, L.; Schmaltz, L.; Aubry, Y.; Rochepault, Y.; Buidin, C.; Juillet, C. Female migration phenology and climate conditions

explain juvenile red know (Calidris canutus rufa) counts during fall migration. Avian Conserv. Ecol. 2022, 17, 9. [CrossRef]
122. Rózsa, L.; Rékási, J.; Reiczigel, J. Relationship of host coloniality to the population ecology of avian lice (Insecta: Phthiraptera).

J. Anim. Ecol. 1996, 65, 242–248. [CrossRef]
123. Gaston, A.J.; Hashimoto, Y.; Wilson, L. Post-breeding movements of ancient murrelet Synthliboramphus antiquus family groups,

subsequent migration of adults and implications for management. PLoS ONE 2017, 12, e0171726. [CrossRef]
124. Garcia, C.A.; Canaris, A.G. Metazoan parasites of Recurvirostra americana Gmelin (Aves), from southwestern Texas and Monte Vista

National Wildlife Refuge, Colorado, with a checklist of helminth parasites hosted by this species in North America. Southwest.
Nat. 1987, 32, 85–91. [CrossRef]

125. Hinojos, J.G.; Canaris, A.G. Metazoan parasites of Himantopus mexicanus Muller (Aves) from southwestern Texas, with a checklist
of helminth parasites from North America. J. Parasitol. 1988, 74, 326–331. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

http://doi.org/10.4039/tce.2017.18
http://doi.org/10.1007/s00436-015-4648-z
http://doi.org/10.4039/tce.2019.42
http://doi.org/10.1111/j.1365-2656.2010.01680.x
http://doi.org/10.1006/anbe.1994.1022
http://doi.org/10.1111/j.1474-919X.1960.tb05095.x
http://doi.org/10.1051/parasite/2008154599
http://doi.org/10.1098/rspb.2004.3036
http://doi.org/10.1163/002829686X00216
http://doi.org/10.1098/rspb.1998.0445
http://doi.org/10.1163/1570756054472818
http://doi.org/10.1007/s00227-004-1521-5
http://doi.org/10.1111/j.1749-6632.1988.tb38594.x
http://doi.org/10.1016/S0006-3207(96)00077-8
http://doi.org/10.2307/3676099
http://doi.org/10.1139/z87-236
http://doi.org/10.1139/z85-088
http://doi.org/10.1139/z90-247
http://doi.org/10.1098/rsbl.2019.0634
http://www.ncbi.nlm.nih.gov/pubmed/31640526
http://doi.org/10.5751/ACE-02021-170109
http://doi.org/10.2307/5727
http://doi.org/10.1371/journal.pone.0171726
http://doi.org/10.2307/3672012
http://doi.org/10.2307/3282463
http://www.ncbi.nlm.nih.gov/pubmed/3357123

	Introduction 
	Materials and Methods 
	Collection and Identification of Lice 
	Literature Survey 
	Data Analysis 

	Results 
	Louse Identification 
	Literature Survey 
	Host Migration and Prevalence of Lice 

	Discussion 
	Flyways 
	Host Body Size 
	Migration Length 

	Conclusions 
	References

